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2 load_pacmos_data

load_pacmos_data Load PACMOSData resources by dataset

Description

Load PACMOSData resources by dataset

Usage
load_pacmos_data(dataset = c(”MESOMICS"”, "lungNENomics"”, "test"))

Arguments

dataset One of "MESOMICS", "lungNENomics", or "test".

Value

A named list of PACMOSData resources.

Examples
library(PACMOSData)
mesomics <- load_pacmos_data("MESOMICS")

lungnen <- load_pacmos_data("lungNENomics")
test <- load_pacmos_data("test")
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