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2 utils

test A simple test function

Description

A simple test function. show link[apel{drop.tip} %>%

Usage
test()
test2()
test8(x)
Value

A logical TRUE

Examples

test()

# workflow and data experiment get 4800 sec (80 min)
# software times out after 10 min (600 sec)

# package guideline for software is 5 min (300 sec)
Sys.sleep(1)

test2()
T <- "something”
T

# test a donttest
me <- "lori”

test8()

utils A whoami test function

Description

A simple test function.

Usage

whoami ()

Value

The name of the package as a character string



utils2

Examples

myfunction <- function(){
iam <- FALSE

}

myfunction()

whoami ()

## Not run:
# test a dontrun
a=1

## End(Not run)

utils?2 A whoami test function

Description

A simple test function2.

Usage

whoami ()

Value

The name of the package as a character string
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